Blue Heron pUCminusMCS

Vector Cloning Information Sequencing Primers
Blue Heron Bio

rUCMinusMCS

Blue Heron plCminustACS is the DEFALULT wector chaice. |t lacks a Multiple Cloning Site to allow greater
(3171 E‘RJ flexibility for subcloning and future manipulations. Be sure to add flanking restriction sites to your gene.
M1 3/pUC Forward 23-Base Sequencing Primer: 5%
(pUC119 derivative) You may download the Blue Heron Bio pllCminusMCS map which shows the sequence of the adaptors, andsor CCCAG TCACG ACGTT GTAAS ACG-3
the Blue Heron Bio pUCminusMCS sequence file.

no multiple cloning site Elue Heran will design your gene with up to 50 bp unique flanking sequence to be cloned non-directionally into the | M13/plUC Reverse 23-Base Sequencing Primer: 5
. Elue Heron Bio adaptors between the © C and GAAALG "sticky ends”. If a unigue flanking sequence is used, a '
amp resistant

AGCGE ATAMC A8 CACAL AGG-3
cloning information sheet will be posted in your File Area: Motes from Blue Heron folder and included with your
packing slip when your gene is shipped. This unigue flanking sequence will not contain common restriction sites.

BLUEHERON

BIOTECHNOLOGY Blue Heron pUCminusMCS

AmpR lacZalpha

Blue Heron
pUCminusMCS
(3171bps)

Ori1

Sequence polylinker flanking the insert -multiple cloning site remowved

AGCTCCTTCCTCTTCCAGCCOCTTCCTOTTTC % & & -Gene-k 4 & CAAAGTCCTCTCCACTGACTGTAGCCTCCAATT
L & * *
3141 3171 1 33
% % 4%  Yourgene mayhe flanked by up to 18 bp o facilitate Blue Heron cloning. This will not contain any common resiriction sites. If your gene is cloned with this sequence a

cloning information sheet will he included with your gene shipment and elecironically posted on your Genellaker Secure Website File Area in the "Notes from Blue Heron™
folder. We recommend you firame your gene with restriction sites to facilitate your future subcloning.
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Blue Heron pUCminusMCS DNA Sequence
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GAAAGTCCTC
AGCACATCCC
CGGTATTTTC
GGTGGTTACG
CGTCAAGCTC
GGCCATCGCC
CTCGGGCTAT
ATATTAACGT
CCTGACGGGC
CGCGAGACGA
CGCGGAACCC
AGAGTATGAG
AGATGCTGAA
ATGATGAGCA
ACTTGGTTGA
GGCCAACTTA
GAGCTGAATG
TAGCTTCCCG
ATCTGGAGCC
GCAACTATGG
TTGATTTAAA
AGCGTCAGAC
GTGGTTTGTT
AGTTAGGCCA
TACCGGGTTG
ACCGAACTGA
GAGAGCGCAC
GTCAGGGGGG
TCCCCTGATT
CGGAAGAGCG
GCGCAACGCA
CAATTTCACA

TCCACTGACT
CCTTTCGCCA
TCCTTACGCA
CGCAGCGTGA
TAAATCGGGG
CTGATAGACG
TCTTTTGATT
TTACAATTTT
TTGTCTGCTC
AAGGGCCTCG
CTATTTGTTT
TATTCAACAT
GATCAGTTGG
CTTTTAAAGT
GTACTCACCA
CTTCTGACAA
AAGCCATACC
GCAACAATTA
GGTGAGCGTG
ATGAACGAAA
ACTTCATTTT
CCCGTAGAAA
TGCCGGATCA
CCACTTCAAG
GACTCAAGAC
GATACCTACA
GAGGGAGCTT
CGGAGCCTAT
CTGTGGATAA
CCCAATACGC
ATTAATGTGA
CAGGAAACAG

GTAGCCTCCA
GCTGGCGTAA
TCTGTGCGGT
CCGCTACACT
GCTCCCTTTA
GTTTTTCGCC
TATAAGGGAT
ATGGTGCACT
CCGGCATCCG
TGATACGCCT
ATTTTTCTAA
TTCCGTGTCG
GTGCACGAGT
TCTGCTATGT
GTCACAGAAA
CGATCGGAGG
AAACGACGAG
ATAGACTGGA
GGTCTCGCGG
TAGACAGATC
TAATTTAAAA
AGATCAAAGG
AGAGCTACCA
AACTCTGTAG
GATAGTTACC
GCGTGAGCTA
CCAGGGGGAA
GGAAAAACGC
CCGTATTACC
AAACCGCCTC
GTTAGCTCAC
CTATGACCAT

ATTCACTGGC
TAGCGAAGAG
ATTTCACACC
TGCCAGCGCC
GGGTTCCGAT
CTTTGACGTT
TTTGCCGATT
CTCAGTACAA
CTTACAGACA
ATTTTTATAG
ATACATTCAA
CCCTTATTCC
GGGTTACATC
GGCGCGGTAT
AGCATCTTAC
ACCGAAGGAG
CGTGACACCA
TGGAGGCGGA
TATCATTGCA
GCTGAGATAG
GGATCTAGGT
ATCTTCTTGA
ACTCTTTTTC
CACCGCCTAC
GGATAAGGCG
TGAGAAAGCG
ACGCCTGGTA
CAGCAACGCG
GCCTTTGAGT
TCCCCGCGCG
TCATTAGGCA
GATTACGCCA

CGTCGTTTTA
GCCCGCACCG
GCATACGTCA
CTAGCGCCCG
TTAGTGCTTT
GGAGTCCACG
TCGGCCTATT
TCTGCTCTGA
AGCTGTGACC
GTTAATGTCA
ATATGTATCC
CTTTTTTGCG
GAACTGGATC
TATCCCGTAT
GGATGGCATG
CTAACCGCTT
CGATGCCTGT
TAAAGTTGCA
GCACTGGGGC
GTGCCTCACT
GAAGATCCTT
GATCCTTTTT
CGAAGGTAAC
ATACCTCGCT
CAGCGGTCGG
CCACGCTTCC
TCTTTATAGT
GCCTTTTTAC
GAGCTGATAC
TTGGCCGATT
CCCCAGGCTT
AGCTCCTTCC

CAACGTCGTG
ATCGCCCTTC
AAGCAACCAT
CTCCTTTCGC
ACGGCACCTC
TTCTTTAATA
GGTTAAAAAA
TGCCGCATAG
GTCTCCGGGA
TGATAATAAT
GCTCATGAGA
GCATTTTGCC
TCAACAGCGG
TGACGCCGGG
ACAGTAAGAG
TTTTGCACAA
AGCAATGGCA
GGACCACTTC
CAGATGGTAA
GATTAAGCAT
TTTGATAATC
TTCTGCGCGT
TGGCTTCAGC
CTGCTAATCC
GCTGAACGGG
CGAAGGGAGA
CCTGTCGGGT
GGTTCCTGGC
CGCTCGCCGC
CATTAATGCA
TACACTTTAT
TCTTCCAGCC

ACTGGGAAAA
CCAACAGTTG
AGTACGCGCC
TTTCTTCCCT
GACCCCAAAA
GTGGACTCTT
TGAGCTGATT
TTAAGCCAGC
GCTGCATGTG
GGTTTCTTAG
CAATAACCCT
TTCCTGTTTT
TAAGATCCTT
CAAGAGCAAC
AATTATGCAG
CATGGGGGAT
ACAACGTTGC
TGCGCTCGGC
GCCCTCCCGT
TGGTAACTGT
TCATGACCAA
AATCTGCTGC
AGAGCGCAGA
TGTTACCAGT
GGGTTCGTGC
AAGGCGGACA
TTCGCCACCT
CTTTTGCTGG
AGCCGAACGA
GCTGGCACGA
GCTTCCGGCT
CTTCCTCTTT

CCCTGGCGTT
CGCAGCCTGA
CTGTAGCGGC
TCCTTTCTCG
AACTTGATTT
GTTCCAAACT
TAACAAAAAT
CCCGACACCC
TCAGAGGTTT
ACGTCAGGTG
GATAAATGCT
TGCTCACCCA
GAGAGTTTTC
TCGGTCGCCG
TGCTGCCATA
CATGTAACTC
GCAAACTATT
CCTTCCGGCT
ATCGTAGTTA
CAGACCAAGT
AATCCCTTAA
TTGCAAACAA
TACCAAATAC
GGCTGCTGCC
ACACAGCCCA
GGTATCCGGT
CTGACTTGAG
CCTTTTGCTC
CCGAGCGCAG
CAGGTTTCCC
CGTATGTTGT
C

ACCCAACTTA
ATGGCGAATG
GCATTAAGCG
CCACGTTCGC
GGGTGATGGT
GGAACAACAC
TTAACGCGAA
GCCAACACCC
TCACCGTCAT
GCACTTTTCG
TCAATAATAT
GAAACGCTGG
GCCCCGAAGA
CATACACTAT
ACCATGAGTG
GCCTTGATCG
AACTGGCGAA
GGCTGGTTTA
TCTACACGAC
TTACTCATAT
CGTGAGTTTT
AAAAACCACC
TGTCCTTCTA
AGTGGCGATA
GCTTGGAGCG
AAGCGGCAGG
CGTCGATTTT
ACATGTTCTT
CGAGTCAGTG
GACTGGAAAG
GTGGAATTGT

ATCGCCTTGC
GCGCCTGATG
CGGCGGGTGT
CGGCTTTCCC
TCACGTAGTG
TCAACCCTAT
TTTTAACAAA
GCTGACGCGC
CACCGAAACG
GGGAAATGTG
TGAAAAAGGA
TGAAAGTAAA
ACGTTTTCCA
TCTCAGAATG
ATAACACTGC
TTGGGAACCG
CTACTTACTC
TTGCTGATAA
GGGGAGTCAG
ATACTTTAGA
CGTTCCACTG
GCTACCAGCG
GTGTAGCCGT
AGTCGTGTCT
AACGACCTAC
GTCGGAACAG
TGTGATGCTC
TCCTGCGTTA
AGCGAGGAAG
CGGGCAGTGA
GAGCGGATAA



Blue Heron pUCminusMCS Restriction Map

RESTRICTION MAP: ALL ENZYMES
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Aval 1 601

Avall 2 1529 1751

Avrll 0

Ball 0

BamHlI 0

Bcll 0

Betl 3 1597 2428 2575

Bgll 2 181 1775

Bglll 0

BsaAl 1 494

BsaBlI 0

BseMl | 2 745 1406

BsePl 0

BsiYl 9 275 601 602 855 2303 2582 2748 2766 2940

Bsp14071 0

BspHI 3 948 1053 2061

BspLU11l 1 2781

BspM1 1 0

BstElI 0

BstXl 1 35

Cacs8l 14 119 123 143 334 348 391 767 1780
2171 2731 2768 2854 2963 2992

Caull 5 821 856 1357 1708 2404

Cfriol 2 389 1808

Cfrl 3 37 1500 2942
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Msel 20

Msll 3
Mstl 2
Mwol 16
Nael 1
Narl 1
Ncol 0
Ndel 0
Nhel 0
Nlalll 10
NlalVv 12
Notl 0
Nrul 0
NspBI1I 6
Nspl 2
Pacl 0
PFIMI 0
PmacCl 0
Pmel 0
PpuMl 0

PshAl 0
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2025
1122
171

151
386

391

191

868
2785

192
1942

121

868

284
942
2077
1481
1670

181
1775

952
3131

422
2714

791

2785

555
1314
2953

1640

190
2163

1057

434
2753

1257

653
1679
3012

197
2735

1450

455
3039

2198

670 681 693 704
1718 1953 2006 2020

285 287 329 356
2849 2916 3000 3044

1486 1564 1574 2065

1006 1596 1807 1848

2443 2961



Pstli

Pvul

Pvull

Rsal
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Xmalll 0

Xmnl 1 1293




